(1) reported a cDNA sequence for human GIP. We selected primers for polymerase chain reaction (PCR) from the 3' end of the coding sequence and extending into the untranslated region of the human GIP gene. The forward primer is 5'-CACAATGGGCTCGACTTAGCA-TAA-3', the reverse primer is 5'-CTTGCTGGATCAGACAA-ACCTCTG-3'. The expected amplification product based on cDNA sequence was 165 bp, however, a 1800 bp product was observed, implying these primers span an intron.
Protocol: Each amplification reaction consisted of 100 ng genomic DNA, 10 ng of each primer, lx reaction buffer as supplied by manufacturer (Promega), 200 yM of each nucleotide triphosphate, and 1.2 units Taq DNA polymerase (Promega) in a reaction volume of 20 /tl. Each reaction mixture was denatured at 95 °C for 5 minutes, followed by 30 cycles of PCR with primer annealing at 60°C for 2 minutes, elongation at 72 °C for 3 minutes and denaturation at 94°C for 1 minute. The final cycle consisted of a 10 minute 72°C elongation followed by rapid cooling to 4°C. PCR products were electrophoresed on 0.8% agarose gels.
Polymorphism: Allele Al produces a PCR product of approximately 1950 bp, allele A2 produces a product of approximately 1800 bp, and allele A3 produces a product of approximately 1650 bp.
Frequency: In 24 unrelated individuals the frequency of allele 1 was 0.44, the frequency of allele 2 was 0.50, and the frequency of allele 3 was 0.06.
Chromosomal Localization: 17q21.3-q22.
Mendelian Inheritance: Co-dominant inheritance was observed in one three generation family with 8 members.
